The influenza viruses are members of the Orthomyxoviridae family and are divided into three genera A, B and C (8 (6) . Today, the antigenic differences between the lineages allow their discrimination by hemagglutination inhibition testing (HIT) using specific immune sera raised against contemporary strains of either lineage. However,
HIT is a time-consuming and tedious process and needs virus isolation as a prerequisite. In contrast, PCR is well known to be a fast, specific and sensitive diagnostic method, and real-time PCR furthermore reduces the risk of carryover contamination and allows large-scale diagnostics (5) . However, to date, no real-time PCR assay has been described which enables the differentiation of influenza B viruses, which would greatly speed up and thus improve influenza virus surveillance.
We therefore present an assay which not only amplifies both lineages, but also discriminates between them by the application of two differently labelled minor groove binder (MGB) probes, either one being specific for one lineage. HA units per reaction. The overall variability was assessed by repeat examination of three different plasmid copy numbers as well as virus culture material with a high, medium or low virus load. The standard deviations of C t values were found to be very low and were comparable for Yamagata and Victoria viruses and plasmids (Table 1) .
We found no cross-reactivity with DNA/cDNA of isolates from seasonal influenza A 
